100; Prochlorococcus marinus MU1414 PGOQ00000000
o7]' Prochlorococcus marinus XMU1414 JAAORK000000000
9o~ Prochlorococcus sp. SB JNAS00000000
Prochlorococcus marinus MU1410 PGOT00000000
40’ Prochlorococcus marinus XMU1410 JAAORH000000000
Prochlorococcus marinus MU1412 PGOR00000000
480’ Prochlorococcus marinus XMU1412 JAAORJ000000000
Prochlorococcus sp. RS01 CP018345 (complete
10p| Prochlorococcus sp. RS04 CP018346 (complete
Prochlorococcus sp. RS50 CP018344 (complete
100} Prochlorococcus marinus XMU1401 PESY00000000
80’ Prochlorococcus marinus str. XMU1401E PHNMO00000000
75~ Prochlorococcus marinus AS9601 CP000551 comoplete)
Prochlorococcus marinus MU1405 PGOV0000000
Prochlorococcus marinus MU1406 PGOU00000000
0’ Prochlorococcus marinus XMU1405 JAAORF000000000
Prochlorococcus marinus MIT 9322 JNAQ00000000
Prochlorococcus marinus MIT 9321 JNAP00000000
po' Prochlorococcus marinus MIT 9401 JNAR00000000
| Prochlorococcus marinus MIT 9301 CP000576 (complete)
148" Prochlorococcus sp. MIT 1304 CP138974 6comdalete
[ Prochlorococcus marinus XMU1406 JAAORG000000000
#)— Prochlorococcus sp. MIT 0604 CP007753 (complete)
— Prochlorococcus sp. GP2 JNAH00000000
°8— Prochlorococcus marinus str. XMU1419 PHNL00000000
1do; Prochlorococcus marinus CUG1417 JAAORN000000000
Prochlorococcus marinus str. MU1417 PGONQ00000000
%L Prochlorococcus marinus MU1402 PGOY00000000
o' Prochlorococcus marinus XMU1402 JAAORD000000000
Prochlorococcus marinus MU1411 PGOS00000000
Prochlorococcus marinus XMU1411 JAAORI000000000
Prochlorococcus marinus CUG1416 JAAORMO000000000
Prochlorococcus marinus str. MU1416 PGOO00000000
Prochlorococcus marinus CUG1415 JAAORL000000000
Prochlorococcus marinus str. MU1415 PGOP00000000
Prochlorococcus marinus MIT 9311 JNAN0O000000O
Prochlorococcus marinus MIT 9312 CP000111 {)complete)
Prochlorococcus marinus MIT 9302 JNAMO00000000
Prochlorococcus sp. MIT 1314 CP139300 (complete)
Prochlorococcus marinus MU1404 PGOW00000000

Prochlorococcus marinus MIT 9201 JNAL00000000
Prochlorococcus marinus MIT 9215 CP000825 comoplete)
109" Prochlorococcus marinus MIT 9202 ACDW0000000

2| Prochlorococcus marinus MIT 9116 JNAJ00000000
Prochlorococcus marinus MIT 9123 JNAK00000000

100/ 100" Prochlorococcus marinus MIT 9107 JNAI00000000

1

o

«Qu

9

Prochlorococcus sp. EQPAC1 JNAG00000000
Prochlorococcus marinus CCMP1986=MED4 BX548174 (complete)
100 Prochlorococcus marinus MIT 9515 CP000552 (complete)
100
| grochlorococcus marinus XMU1403 QJUF00000000

rarnhlara~ranmsaite maarirmite RMII4A A0 DOAYNANNODNODNANNAN



100| 19! Prochlorococcus marinus MIT 9107 JNAI00000000
Prochlorococcus sp. EQPAC1 JNAG00000000
Prochlorococcus marinus CCMP1986=MED4 BX548174 (complete)
100, 100 Prochlorococcus marinus MIT 9515 CP000552 (complete)
100; Prochlorococcus marinus XMU1403 QJUF00000000
Prochlorococcus marinus MU1403 PGOX00000000
Prochlorococcus marinus NATL2A CP000095 (complete
Prochlorococcus marinus NATL1A CP000553 (complete
Prochlorococcus marinus PAC1 Ga0062468
Prochlorococcus marinus MIT 0915 CP114781 (complete)
Prochlorococcus sp. MIT 0801 CP007754 (complete
Prochlorococcus sp. MIT 0916 CP138980 (complete
Prochlorococcus marinus MIT 0917 CP114784 (complete
Prochlorococcus marinus MIT 1214 CP114777 (complete
Prochlorococcus sp. MIT 1011 CP138983 comflete) i

Prochlorococcus marinus MIT 0912 CP114783 (complete
Prochlorococcus marinus MIT 0913 CP114782 (complete
Prochlorococcus marinus MIT 1013 CP114778 (complete
10— Prochlorococcus marinus XMU1408 QJUE00000000
100 — Prochlorococcus sp. MIT 1223 CP139303 (com Iete)7
Prochlorococcus marinus CCMP1375=SS120 AE017126 (complete)
100 Prochlorococcus marinus SS2 JNAY00000000
Prochlorococcus marinus SS51 JNBD00000000
82/ Prochlorococcus sp. SS52 JNBE00000000
100/ Prochlorococcus sp. LG JNAT00000000
Prochlorococcus marinus SS35 JNAZ00000000
S Prochlorococcus sp. MIT 0602 JNAV00000000
100’ Prochlorococcus sp. MIT 0603 JNAWO00000000
Prochlorococcus marinus MIT 0918 CP114780 (complete)
00| Prochlorococcus sp. MIT 0601 JNAU0O0000000

100 1
| Prochlorococcus marinus MIT 0919 CP114779 (complete)
Prochlorococcus marinus MIT 9211 CP000878 (complete)

1 100
8 Prochlorococcus sp. MIT 1307 CP139301 completel)
1 Prochlorococcus sp. MIT 1341 CP13930 (com?Ie e)
Prochlorococcus sp. MIT 1300 CP139302 (complete)
100; Prochlorococcus marinus MIT 1313 LVHN00000000
Prochlorococcus marinus MIT 1318 LVHO00000000
Prochlorococcus marinus MIT 9313 BX548175 ref. str. (complete)
8! Prochlorococcus marinus MIT 1320 LVHP00000000
Prochlorococcus marinus MIT 1342 LVHS00000000
Prochlorococcus marinus MIT 1312 LVHMO00000000
Prochlorococcus marinus MIT 1327 LVHR00000000
Prochlorococcus marinus MIT 1323 LVHQ00000000
Prochlorococcus sp. MIT 1303 LVHK00000000
Prochlorococcus marinus MIT 9303 CP000554 (complete)
Prochlorococcus sp. MIT 1306 LVHL00000000
Prochlorococcus sp. MIT 0702 JNBB00000000
Prochlorococcus sp. MIT 0703 JNBC00000000
100" Prochlorococcus sp. MIT 0701 JNBA00000000
%2 Cyanobacteria bacterium MAG STY2 bin 7 JAPPPY000000000 (metagenome)
Synechococcus sp. P1 N5 UCNI0O0000000
92 uncultured Synechococcus sp. ERR164423 CAXGIU000000000
s7[ Cyanobacteria bacterium OceanDNA-b16691 EFBY000000000 (metagenome)
52| Cyanobacteria bacterium MAG STY1 bin 7 JAPPPP000000000 (metagenome)
ss; Synechococcus sp. P1 N26 UCNM00000000
[ Synechococcus sp. TAK9802 CP047937 (complete)
100 Synechococcus sp. MU1651 JAKUHJ000000000

100,

100

N




100

UTILUIUITU DYTITUITULULLUS opY: ETIN TUATLY UVAAMIVUVUVUUVUVUVUVVUVV
Cyanobacteria bacterium OceanDNA-b16691 EFBY000000000 (metagenome)
Cyanobacteria bacterium MAG STY1 bin 7 JAPPPP000000000 (metagenome)
Synechococcus sp. P1 N26 UCNMO00000000
Synechococcus sp. TAK9802 CP047937 (complete)
Synechococcus sp. MU1651 JAKUHJ000000000
arasynechococcus africanus CC9605 CP000110 (complete)
Synechococcus sp. A15-62 CP047950 (complete)
Synechococcus sp. KORDI-52 CP006271 (complete)
Synechococcus sp. RS9907 CP047944 écomple e)
Synechococcus sp. P1 N19 UCNR00000000
Synechococcus sp. HIMB2401 JBDJKK000000000
Synechococcus sp. P1 UW86 UCNU00000000
Paras¥lnechococcus marearabicus WH8109 CP006882 (complete)
Synechococcus sp. M16-1 CP047954 (complete)
Synechococcus sp. RS9902 CP047949 (complete)
Synechococcus sp. P1 N32 UCND00000000
Synechococcus sp. A15-44 CP047938 (complete)
Synechococcus sp. YX-04-1 JAUONZ000000000
Synechococcus sp. P1 UW69 UCNWO00000000
Synechococcus sp. P1 UW106 UCNV00000000
Synechococcus sp. HB1133 SDBW00000000
od00- Synechococcus sp. PROS-U-1 CP047951 (com Iete%
Cyanobacteria bacterium OceanDNA-b16696 EFBZ000000000 (metagenome)
Synechococcus sp. SP1 JAVBIW000000000 (metagenome
Parasynechococcus chillensis CC9902 CP000097 %:om lete)
100] 97- Parasynechococcus nordiatlanticus BL107 AATZ00000000
Parasynechococcus maren!,;qrum WH8102 BX548020 ref. str. (complete)
Synechococcus sp. WH8103 LN847356 completez
Synechococcus sp. A18-46-1 CP047955 (complete)
Synechococcus sp. BOUM118 CP047947
Synechococcus sp. RS9915 CP047934
Synechococcus sp. A18-40 CP047956 gcomplete

Synechococcus sp. A15-24 CP047960 (complete
Synechococcus sp. A15-28 CP047931 (complete
Cyanobacteria bacterium OceanDNA-b16622 EFBO000000000 (metagenome)
Synechococcus sp. KORDI-49 CP006270 (complete)
Synechococcus sp. A15-127 CP047948 (complete)
ynechococcus sp. CC9616 AZXL00000000
Synechococcus sp. KORDI-100 CP006269 (complete)
Synechococcus sp. MIT S1220 CP138939 (complete
Synechococcus sp. MIT S9220 CP047958 (complete
Synechococcus sp. WH 6501 CP138963 (complete)
Synechococcus sp. P1 GEYO UCNL00000000
Synechococcus sp. MIT S9508 LVHU00000000
ynechococcus sp. BIOS-U3-1 CP047936 %:omplete)
Synechococcus sp. MIT $9504 LVHT00000000
Synechococcus sp. MIT S9509 LVHV00000000
Synechococcus sp. BIOS-E4-1 CP047935
Synechococcus sp. P1 UW179A UCNJ00000000
Synechococcus sp. MIT S9501 CP138962 (complete)
Synechococcus sp. MIT S9503 CP138955 (complete)
Synechococcus sp. A18-25¢c CP047957 (complete)
Synechococcus sp. A15-60 CP047933 7(gom ete)
10090~ Synechococcus sp. NOUM97013 CP047941 (complete)
100] Parasynechococcus pacificus WH7803 CT971583 (complete)
100] Synechococcus WH7803 CT971583 (com Ietta
anl SYnechococeclie en CS_1907 k141 19 .1AHI ZCO0O0OO0OO0O0O0O




1oo| 190~ Synechococcus sp. PROS-7-1 CP04794

og] Synechococcus sp. A18-20¢c CP047957 (complete)
Synechococcus sp. A15-60 CP047933 7(Ec,:om ete)
100~ Synechococcus sp. NOUM97013 CP047941 (complete)
100 Paras¥1nechococcus acificus WH7803 CT971583 (complete)
100 Synechococcus WH7803 CT971583 (com Iettg
Synechococcus sp. CS-197 k141 19 JAHLZC000000000
Synechococcus sp. BMK-MC-1 CP047939 (comé)lete&
arasynechococcus subtroglcalls WH7805 AAOK00000000
Synechococcus sp. WH 8017 CP138928 (complete
Synechococcus sp. MEDNS5 CP047952 c?mple}e )
complete
ynechococcus sp. SYN20 CP047959 comgle eg(
uncultured Synechococcus sp. SRR5788235 CAXDPS000000000
Synechococcus sp. MVIR-18-1 CP047942 (complete)
Synechococcus sp. SP2 JAVBIX000000000 (metagenome)
Synechococcus sp. ChBW.bin.23 JASJLK000000000
Synechococcus sp. PROS-9-1 CP047961 écom lete)
Parasynechococcus benguelii CC9311 CP000435 (complete)
Synechococcus sp. WH8020 CP011941 cwculaR
Parasynechococcus sudl\R,amflcus WH8016 AGIK00000000
Synechococcus sp. P1 UW179B UCNZ00000000
100~ Synechococcus sp. ROS8604 CP047946 (complete
100; Parasynechococcus equatorialis RS9917 AANP00000000
Synechococcus sp. RS9909 CP047943 (complete)
Synechococcus sp. WH8101 CP035914 (gomplete)
s7; Synechococcus sp. BS55D PHQT00000000
Synechococcus sp. HKO1-R CP059059 (circular)

ynechococcus sp. P1 UW105 UCNN00000000

ynechococcus sp. P1 UW140 UCOB00000000

10— Parasynechococcus ﬂ)érus RS9916 AAUA00000000
Synechococcus %p CCF101 CP035632 (complete)

Cyanobium sp. AMD-g JAGQCWO000000000

Sgnechococcus sp- BS56D PHQUO00000000
S

Synechococcus sp. CCY 0621 JAFKRH000000000

&~ Cyanobium gracile UHCC 0281 JAYGHY000000000
1do; Cyanobium sp. Cruz CV11-17 JAGQCI000000000
Cyanobium sp. Cruz CV13-4-11 JAGQCH000000000

Cyanobium sp. Alj?Jucq 7A6 JAGQCY000000000
Cyanobium sp. La Preciosa 7G6 JAGQBO000000000
yanobium sp. Cruz-8D1 JAGQCDO000000000
Cyanobium sp. Cruz-8H5 JAGQCC000000000
Synechococcus sp. CS-1332 k141 787 JAHLYP000000000
Synechococcus sp. CCAP 1479/10 JAFKRJ000000000
Synechococcus sp. CCAP 1479/13 JAFKRI000000000
Synechococcus sp. BO 8801 NQKY00000000
Synechococcus sp. FACHB-909 JACJTY000000000
[ Cyanobium sp. H1 MAG 00036 JAIYDMO000000000 (metagenome)
Synechococcus spl. CCAP 1479/9 JAFKRK000000000
Cyanobium sp. N.Huapi 1TH5 JAGQBH000000000

10

Aphanothece cf. minutissima CCALA 015 PVWP00000000
4l Cyanobium sp. Candia 9D4 JAGQCK000000000

o e s .

Synechococcus sp. 140 JJ-MO2C4-301-1-mx-bin691 CALSAP000000000 (metagenome)
Aphanothece saxicola GSE-SYN-MK-01-06B JAHHGT000000000 (metagenome)

Synechococcus sp. UW140 JJ-L12210-88-1-m2-bin85 CALROA000000000 (metagenome)
Synechococcus sp. UW140 JJ-MO2A5-297-1-mx-bin683 CALSBA000000000 (metagenome)
Synechococcus sp. UW140 JJ-BR168-52-1-mx-bin497 CALRUX000000000 (metagenome)

- Synechococcus sp. UW140 JJ-KV7-12-2-m1-bin295 CALRMWO000000000 (metagenome)



100

00|

100

68]00

| 85' Synechococcus sp. CBW1002 CP060398 {c{:omplete

%! Synechococcus sp. CCAP 1470/9 JAFKRK000000000 ’
Cyanobium sp. N.Huapi 1H5 JAGQBH000000000
Synechococcus sp. UW140 JJ-KV7-12-2-m1-bin295 CALRMW000000000 (metagenome)
1001 Aphanothece cf. minutissima CCALA 015 PVWP00000000
199; Cyanobium sp. Candia 9D4 JAGQCK000000000
100 Cyanobium sp. Lug-B JAGQBM000000000
Cyanobium gracile PCC 6307 CP003495 ref. str. 8complete)
Cyanobium gracile UHCC 0139 JAYGHX000000000
108" Synechococcus sp. UW140 JJ-HU231-55-2-m1-bin242 CALRQB000000000 (metagenome)
100|— Cyanobium sp. CZS 25K JAUCZB000000000 (metagenome)
Synechococcus sp. CCY 9618 JAFKRG000000000
yanobacteria bacterium LacPavin 0818 JAPLIA000000000 (meta\%enome&
Synechococcus sp. UWN140 JJ-MA1B5-281-6-m1-bin328 CALRVS000000000 (metagenome)
Synechococcus sp. UW140 JJ-M1A6-103-1-mx-bin641 CALRXC000000000 (metagenome)
Cyanobacteria bacterium LacPavin 0920 WC57 MAG 66 18 JAPLIE0O00000000 (metagenome)
Synechococcus sp. UW140 TE-08apr19-66 CAMCQR000000000 (metagenome)
Synechococcus sp. UW140 JJ-M3B2-104-1-mx-bin643 CALRZE000000000 (metagenome)
Cyanobacteria bacterium LacPavin 0818 WC50 JAPLIB000000000 6meta enome)
Synechococcus sp. UW140 MoE-02may19-205 CAMDHGO000000000 (metagenome)
Synechococcaceae cyanobacterium ELA739 JBAXXM000000000
Synechococcus sp. CBW1004 CP060397 (complete)

100 Synechococcus sp. CBW1006 CP060396 (complete
Synechococcus sp. CBW1107 KAC 102 0Y986434 Scom lete)
100~ Synechococcus sp. CS-1328 k141 198 JAHLYT000000000
100, Cyanobium sp. To12R1 JAGQBC000000000
ss] Cyanobium sp. Tous-2 PXX000000000
100 Cyanobium sp. WKJ7-Wakatipu JAGQAY000000000
| Cyanobium sp. D14.bin.5 JARWZQ000000000 ((r:netagenomeg
87 Cyanobium usitatum Tous MsE-30apr19-245 CAMCMJ000000000 (metagenome)
[ Cyanobium sp. A1C-AMD JAGQDB000000000
%} Cyanobium sp. L1E-Cus JAGQBS000000000
100 Cyanobium sp. Maggiore-St4-Cus JAGQBL000000000
| Cyanobium sp. BASm-10 JAGQCP000000000
' Cyanobium sp. BA5m-21 JAGQCO0000000000
1o Cyanobium sp. A2C-AMD JAGQDA000000000
10ogf Cyanobium sp. Tous-M-B4 JAGQBA000000000
Cyanobium sp, T1G-Tous JAGQBD000000000
Cyanobium usitatum str. Tous KAC 108 OY986431 (gomglete)
108~ Synechococcus sp. CS-1330 k141 798 JAHLYR000000000
yanobacteria bacterium casp150-mb.176 JAQBVI00000000000 (metagenome)
92/100" Cyanobacteria bacterium casp40-mb.195 JAQCGH000000000 (metagenome)
100 Cyanobium sp. NIES-981 MoE—02ma¥1 9-238 CAMAZQ000000000 (metagenome)
Synechococcus sp. CS-1331 k141 826 JAHLYQO000000000
100° Synechococcus sp. CBW1108 CP060395 (complete)
— Cyanobium sp. T1IB-Tous JAGQBE000000000
l Cyanobium sp. Alchichica 3B3-8F6 JAGQCZ000000000
0

Synechococcus sp. 8F6 NQKZ00000000
Cyanobium sp. ATX 6E8 JAGQCT000000000
0" Cyanobium sp. Aljojuca 7D2 JAGQCX000000000
100 Cyanobium sp. J4-Hawea JAGQBV000000000
Cyanobium sp. WAJ14-Wanaka JAGQAZ000000000
T Synechococcus sp. UW140 JJ-KV1159-161-5-m1-bin287 CALROWO000000000 (metagenome)
100~ Synechococcus sp. UW140 JJ-LAS318NA6-149-1-mx-bin621 CALRQF000000000 (metagenome)
Cyanobium sp. C1 MAG 00004 JAIXOF000000000 (metagenome)
100> Cyanobium sp. D4 MAG 00019 JAIXWN000000000 (metagenome)
_100; Cvanobium sp. LEGE 06113 JADEWMO000000000

Q




100

i

10dP

- WAJ I3=VVdlldkd JAUWALUUUUUUUUU

- Lyanopium sp .
1 OL'W[ Synechococcus sp. UW140 JJ-KV1159-161-5-m1-bin287 CALROW000000000 (metagenome)

Synechococcus sp. UW140 JJ-LAS318NA6-149-1-mx-bin621 CALRQF000000000 (metagenome)

Cyanobium sp. C1 MAG 00004 JAIXOF000000000 (metagenome)
100 Calanoblpm sp- D4 MAG 00019 JAIXWN000000000 (metagenome)
1 yanobijum sp. LEGE 06113 JADEWMO000000000
Cyanobium sp. NS01 CP047940 (complete

Cyanobium marinum PCC 7001 ABSE00000000
go/100— Cyanobium sp. NIES-981 LT578417 (complete)
oo— Cyanobium sp. CH-040 JAGQCJ000000000

yanobium sp. ATX 6A2 JAGQCU000000000

0 Cyanobium sp. M30B3 CP073761 1(metagenome) (gomplete?_
0 Syanoblum sp. NIES-981 JJ-JE126-44-1-mx-bin534 CALRSM000000000 (metagenome)

93y Synechococcus sp. LTW-R CP059060 comdplet%z
100/ uncultured Synechococcus sp. SRR1205250 CAXBQR000000000 (metagenome)

Synechococcus sp. WH 8007 JAUCYY000000000 gmetagenome)

Parasynechococcus indicus CB0205 ADXM00000000

100' Synechococcus sp. NB0720 010 CP090898 (complete)

oo Synhechococcus sp. LA31 CP075523

Synechococcus sp. CBW1107 KAC 114 0Y986430 (complete)

Parasynechococcus sudiatlanticus CB0101 CP039373 (complete)

100]%0- Synechococcus sp. HK05 JAHRXJ000000000

Cyanobium sp. E1 MAG 00006 JAIYAQ000000000 (()metagenome)

Synechococcus sp. HJ21-Hayes JAGQBW000000000

o] 190" Synechococcus sp. JJ3a-Johinson JAGQBT000000000
ulcanococcus limneticus Candia 3F8 JAGQCL000000000

100; Vulcanococcus limneticus MW73D5 JAGQBI000000000

100/ Vulcanococcus sp. LL. NQLA00000000 ]
Vulcanococcus limneticus LL JJ-KL21111-146-3-m1-bin280 CALRXA000000000 (metagenome)

100
Vulcanococcus limneticus LL JJ-KV1262-208-1-mx-bin599 CALROT000000000 (metagenome)

o

10

100]

L| 190~ Synechococcus sp. GreenBA-s JAGQBX000000000 _
ynechococcus sp. UW140 JJ-LAS318-81-4-m1-bin308 CALRNL000000000 (metagenome)

0| 100
Synechococcus sp. UW140 JJ-LAS318NC5-148-1-mx-bin623 CALROL000000000 (metagenome)
100 - Synechococcus sp. UW140 MsE-30apr19-67 CAMCMT000000000 (metagenome)
100> Synechococcales cyanobacterium SupBloom Metiaq 052 JAEMQZ000000000 (metagenome)
e

Synechococcus sp. SynAce01 CP018091 SComp e)
100| Synechococcus sp. Ace-Pa VITZ0000000
Synechococcus sp. CS-601 k141 1869 JAHLZA000000000
100/ Synechococcus sp. CS-603 k141 1340 JAHLYY000000000
771 Synechococcus sp. CS-602 k141 1860 JAHLYZ000000000
Synechococcaceae cyanobacterium MAG-AL1 JAOANE000000000 (metagenome
100| 8" Synechococcaceae cyanobacterium MAG-AL2 JAOANF000000000 (metagenome
98| Synechococcus sp. C5-1326 k141 94 JAHLYV000000000
99] Synechococcus sp. CS-1327 k141 593 JAHLYU000000000
100 Synechococcus sp. CS-1325 k141 130 JAHLYW000000000
Synechococcus sp. CS-1324 k141 424 JAHLYX000000000
100| , Synechococcus sp. Tobar12-5m-g JAGQBB000000000
100/ 100" Synechococcus sp. Cruz CV-v-12 JAGQCG000000000
Synechococcus sp. L2F JAGQBP000000000 .
Synechococcus sp. UW140 JJ-KVS216-79-1-mx-bin616 CALRXT000000000 (metagenome)
Synechococcus sp. MW101C3 NQKX00000000
100] Synechococcus sp. Lug-A JAGQBN000000000
Synechococcus sp. CS-1333 k141 3208 JAHLYO000000000
Cyanobium sp. H1 MAG 00018 JAIYCZ000000000 (metagenome)
Synechococcus sp. ATX 2A4 JAGQCV000000000

! 100
Tl 100, Parasynechococcus antarcticus WH5701 AANO00000000

100 Synechococcus sp. CCFWC 502 CP114977 (circular)
nnll QuuinnarhacrAarriiec en CRWAA1IN7Z KA 108 NVOQRRAARA (Aa~amnlata)
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Synechococcus sp. CS-1333 k141 3208 JAHLYO000000000
Cyanobium sp. H1 MAG 00018 JAIYCZ000000000 (metagenome)
Synechococcus sp. ATX 2A4 JAGQCV000000000
Parasynechococcus antarcticus WH5701 AANO00000000
Synechococcus sp. CCFWC 502 CP1 14977écwcular)
Synechococcus sp. CBW1107 KAC 106 OY986433 (complete)
Synechococcus sp. CBW1107 CP064908 (complete)
Synechococcus sp. CBW1107 KAC 105 0Y986432 (complete)
Cyanobium sp. CZS 48M JAUCZK000000000 (metagenome)
Synechococcus sp. RedBA-s JAGQBF000000000

Synechococcus sp. CS-1329 k141 334 JAHLYS000000000
Synechococcus sp. Edmonson 11F2 JAGQBZ000000000
Synechococcus sp. Cruz-7B9 JAGQCF000000000
Synechococcus sp. Cruz-7E5 JAGQCE000000000
Synechococcus sp. Cruz-9C9 JAGQCB000000000
Synechococcus sp. Cruz-9H2 JAGQCA000000000

ynechococcus sp. 1G10 NQKW00000000

Synechococcus sp. J7-Johnson JAGQBU000000000
Synechococcus sp. CS-205 k141 104 JAHLZB000000000

Cyanobium sp. ATX 6F1 JAGQCS000000000

anobium sp. Morenito 9A2 JAGQBJ000000000

100| 4
ﬁgSy‘rllechococca%eae cyanobacterium ELA445 JBAXME000000000

62 Synechococcus lacustris L1E-Slac JAGQBR000000000

80| Synechococcus lacustris L1F-Slac JAGQBQ000000000

100
75

100; Synechococcus lacustris Tous PXVC00000000
Cyanobacteria bacterium OceanDNA-b16709 EFCE000000000 (metagenome)

74

{ Synechococcus sp. UW140 ZE-13nov19-350 CAMDPS000000000 (metagenome)
uhcultured Synechococcus sp. SRR6158308 CALMXU000000000 (metagenome)
100/90° Synechococcus lacustris C3-12m-Tous JAGQCN000000000
yanobacteria bacterium OceanDNA-b16707 EFCD000000000 (metagenome)
100/ 100" Cyanobacteria bacterium casp40-mb.49 JAQCJX000000000 (metagenom
— Synechococcus sp. UW140 JJ-LAS39-17-1-mx-bin634 CALRNU000000000 (metagenome)
] — Parasynechococcus mediterranei RCC307 CT978603 (circular)

100° Synechococcus sp. Minos11 CP047953 (complete)

Synechococcus lacustris Maggiore-St4-Slac JAGQBK000000000
Synechococcus lacustris Cruz CV12-2 JAGQDO000000000

Aphanocapsa feldmannii 277cV SRMO00000000 imetagenome;

ABhanocapsa feldmannii 288cV SRMM00000000

0.05

metagenome



